
Documents

1)  Domínguez-Horta, M.D.C., Serrano-Díaz, A., Hernández-Cedeño, M., Martínez-Donato, G., G

A peptide derived from HSP60 reduces proinflammatory cytokines and soluble mediato
to inflammation
(2023) Frontiers in Immunology, 14, art. no. 1162739, . 

2)  Logesh, R., Lavanya, V., Jamal, S., Ahmed, N.

Designing of a Chimeric Vaccine Using EIS (Rv2416c) Protein Against Mycobacterium t
Immunoinformatics Approach
(2022) Applied Biochemistry and Biotechnology, 194 (1), pp. 187-214. 

3)  Sarri, C.A., Giannoulis, T., Moutou, K.A., Mamuris, Z.

HLA class II peptide-binding-region analysis reveals funneling of polymorphism in acti
(2021) Immunology Letters, 238, pp. 75-95. 

4)  Choga, W.T., Anderson, M., Zumbika, E., Phinius, B.B., Mbangiwa, T., Bhebhe, L.N., Baruti, K
Musonda, R.M., Bell, T.G., Moyo, S., Blackard, J.T., Gaseitsiwe, S.

In Silico Prediction of Human Leukocytes Antigen (HLA) Class II Binding Hepatitis B Vi
Botswana
(2020) Viruses, 12 (7), art. no. 731, . 

5)  Bhinder, B., Elemento, O.

Computational methods in tumor immunology
(2020) Methods in Enzymology, 636, pp. 209-259. 

6)  Ahmadi, K., Pouladfar, G., Kalani, M., Faezi, S., Pourmand, M.R., Hasanzadeh, S., Mafakher

Epitope-based immunoinformatics study of a novel Hla-MntC-SACOL0723 fusion prote



aureus: Induction of multi-pattern immune responses
(2019) Molecular Immunology, 114, pp. 88-99. 

7)  Singh, M., Bhatt, P., Sharma, M., Varma-Basil, M., Chaudhry, A., Sharma, S.

Immunogenicity of late stage specific peptide antigens of Mycobacterium tuberculosis
(2019) Infection, Genetics and Evolution, 74, art. no. 103930, . 

8)  Jain, S., Baranwal, M.

Computational analysis in designing T cell epitopes enriched peptides of Ebola glycop
binding interaction with HLA molecules
(2019) Journal of Theoretical Biology, 465, pp. 34-44. 

9)  Degoot, A.M., Chirove, F., Ndifon, W.

Trans-allelic model for prediction of peptide:MHC-II interactions
(2018) Frontiers in Immunology, 9 (JUN), art. no. 1410, . 

10)  Singh, T., Fakiola, M., Oommen, J., Singh, A.P., Singh, A.K., Smith, N., Chakravarty, J., Sund

Epitope-binding characteristics for risk versus protective DRB1 alleles for visceral lei
(2018) Journal of Immunology, 200 (8), pp. 2727-2737. 

11)  Hossain, M.S., Azad, A.K., Chowdhury, P.A., Wakayama, M.

Computational Identification and Characterization of a Promiscuous T-Cell Epitope on
of Mycobacterium spp. For Peptide-Based Subunit Vaccine Design
(2017) BioMed Research International, 2017, art. no. 4826030, . 

12)  Kashyap, M., Farooq, U., Jaiswal, V.

Homology modelling of frequent HLA class-II alleles: A perspective to improve predic
and understand the HLA associated disease susceptibility
(2016) Infection, Genetics and Evolution, 44, pp. 234-244. 

13)  Dhiman, G., Lohia, N., Jain, S., Baranwal, M.

Metadherin peptides containing CD4+ and CD8+ T cell epitopes as a therapeutic vacc
(2016) Microbiology and Immunology, 60 (9), pp. 646-652. 



14)  Rosa, D.S., Ribeiro, S.P., Fonseca, S.G., Almeida, R.R., Santana, V.C., Apostólico, J.D.S., K

Multiple Approaches for Increasing the Immunogenicity of an Epitope-Based Anti-HIV
(2015) AIDS Research and Human Retroviruses, 31 (11), pp. 1077-1088. 

15)  Shepherd, A.J., Skelton, S., Sansom, C.E., Gomez, K., Moss, D.S., Hart, D.P.

A large-scale computational study of inhibitor risk in non-severe haemophilia A
(2015) British Journal of Haematology, 168 (3), pp. 413-420. 

16)  Mustafa, A.S.

Characterization of a cross-reactive, immunodominant and HLA-promiscuous epitope
tuberculosis-specific major antigenic protein PPE68
(2014) PLoS ONE, 9 (8), art. no. e103679, . 

17)  Schwaiger, J., Aberle, J.H., Stiasny, K., Knapp, B., Schreiner, W., Fae, I., Fischer, G., Schein

Specificities of human CD4+ T cell responses to an inactivated flavivirus vaccine and 
structure and epitope prediction
(2014) Journal of Virology, 88 (14), pp. 7828-7842. 

18)  Barberá, A., Lorenzo, N., Garrido, G., Mazola, Y., Falcón, V., Torres, A.M., Hernández, M.I., 
Groot, A.M., Van Roon, J., Van Der Zee, R., Broere, F., Van Eden, W., Padrón, G., Del Carm

APL-1, an altered peptide ligand derived from human heat-shock protein 60, selective
activated CD4 + CD25 + T cells from peripheral blood of rheumatoid arthritis patients
(2013) International Immunopharmacology, 17 (4), pp. 1075-1083. 

19)  Chaves, F.A., Lee, A.H., Nayak, J.L., Richards, K.A., Sant, A.J.

The utility and limitations of current web-available algorithms to predict peptides reco
response to pathogen infection
(2012) Journal of Immunology, 188 (9), pp. 4235-4248. 

20)  Akhoon, B.A., Slathia, P.S., Sharma, P., Gupta, S.K., Verma, V.

In silico identification of novel protective VSG antigens expressed by Trypanosoma b
designing a highly immunogenic DNA vaccine using IL-12 as adjuvant
(2011) Microbial Pathogenesis, 51 (1-2), pp. 77-87. 



21)  Knapp, B., Giczi, V., Ribarics, R., Schreiner, W.

PeptX: Using Genetic Algorithms to optimize peptides for MHC binding
(2011) BMC Bioinformatics, 12, art. no. 241, . 

Copyright © 2024 Elsevier B.V. All rights reserved. Scopus® is a re
trademark of Elsevier B.V.


