
Documents

1)  Omoniyi, A.A., Adebisi, S.S., Musa, S.A., Nzalak, J.O., Danborno, B., Bauchi, Z.M., Badmus, 
Oladimeji, O.J., Nyengaard, J.R.

Designing a multi-epitope vaccine against the Lassa virus through reverse vaccinology
and immunoinformatics approaches
(2021) Informatics in Medicine Unlocked, 25, art. no. 100683, . 

2)  Kar, P.P., Srivastava, A.

Immuno-informatics analysis to identify novel vaccine candidates and design of a mult
candidate against Theileria parasites
(2018) Frontiers in Immunology, 9 (OCT), art. no. 2213, . 

3)  Jiang, X.-F., Liu, Z.-F., Lin, A.-F., Xiang, L.-X., Shao, J.-Z.

Coordination of Bactericidal and Iron Regulatory Functions of Hepcidin in Innate Antim
Zebrafish Model
(2017) Scientific Reports, 7 (1), art. no. 4265, . 

4)  Abry, M.F., Kimenyi, K.M., Osowo, F.O., Odhiambo, W.O., Sewe, S.O., Kulohoma, B.W.

Genetic diversity of the Pneumococcal CbpA: Implications for next-generation vaccine
(2015) Human Vaccines and Immunotherapeutics, 11 (5), art. no. A029, pp. 1261-1267. 

5)  Minkiewicz, P., Bucholska, J., Darewicz, M., Borawska, J.

Epitopic hexapeptide sequences from Baltic cod parvalbumin beta (allergen Gad c 1) a
proteome
(2012) Peptides, 38 (1), pp. 105-109. 

6)  Paul, S., Piontkivska, H.

Frequent associations between CTL and T-Helper epitopes in HIV-1 genomes and impli



vaccine designs
(2010) BMC Microbiology, 10, art. no. 212, . 

7)  Flower, D.R.

Advances in predicting and manipulating the immunogenicity of biotherapeutics and v
(2009) BioDrugs, 23 (4), pp. 231-240. 

8)  Huang, S.-H., Wang, X., Jong, A.

The evolving role of infectomics in drug discovery
(2007) Expert Opinion on Drug Discovery, 2 (7), pp. 961-975. 

Copyright © 2024 Elsevier B.V. All rights reserved. Scopus® is a re
trademark of Elsevier B.V.


