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O6mo: 171
TpyaoBere ca rpynIMpaHyu KaKToO CJIeABa!

l. [Ty6mukaru B cicanus ¢ ummnakT-¢pakrtop (IF): 88
1. ['maBa B KoseKTHBHA MOHOTpadus: 1
I1l.  Tnasm or kuuru: (B T.4. 3 ¢cse SCImago Journal Rank (SJR)): 7

IV.  TlyGnukaiuu B CIUCAHUS U TEeMATUYHH TOpeauiu ¢be SIR: 9
V. [Ty6nukanuu B pereH3upanu nepuoanynu unaanus 6es IF u SJR: 22
VI.  Ily6nukanuu B pelieH3UpaHH TEMATHYHU MOPEAUIIM, KHUTH ¥ COOPHHUIIU OT HAIIMOHATHH

Y MEXIyHapOAHU HayuHH popymu: 24
VIl.  Muceprauunu: 2
VIIIl. Penakuuu Ha KHUTH (CHCTaBHUTEICTBO): 3
IX.  Jlpyru Tpymose, B T.4. C MyOIHIIMCTHYCH U OOIIECTBEH Xapakrep: 15

|. ly6aukanuu B cnucanusi ¢ uMnakrt-daxrop (1F):

Cmamuu nHa anznuiicku e3ukx (6 XxpoHoi02uuen peo):

1.

10.

Pajeva, 1.K., Z.C.Lateva, and G.V.Dimitrov. BACOMP - Database of Bioactive Compounds for
Structure - Activity Relationship, Int. J. Bio-Med.Comput., 1986, 18, 7-24.

IF=0.740 (1992)
Pajeva, I., E.Golovinsky. Substructural Analysis of Antineoplastic Drugs in respect of in Vivo
Tumor Models, Quant.Struct.-Act.Relat., 1990, 9, 216-222.

IF=1.528 (1992)
Pajeva, I., I. Manolov, E. Golovinsky. Structure-Activity Relationship Investigation of
Bis(2-Chloroethyl)- aminoethyl Esters of Some Carboxylic Acids, Pharmazie, 1990, 45, 361-363.

IF=0.309 (1992)
Dimitrov,G.V.,N.A.Dimitrova, 1.K. Pajeva. The threshold stimulation and accomodation of a
Hodgkin-Huxley axon, Gen.Physiol.Biophys., 1992, 11, 59-68.

IF=0.573 (1992)
Pajeva, 1.K., D.K.Todorov. Studies of Doxorubicin in model membranes: relation to the
mechanism of action and multidrug resistance, Compt. rend. Acad. bulg. Sci., 1995, 48 (11-12),
159-162.

IF =0.082 (1994)
Pajeva, 1.K., M.Wiese, H.-P.Cordes, J.K.Seydel. Membrane interactions of some catamphiphilic
drugs and relation to their multidrug resistance reversing ability, J.Cancer Res.Clin.Onc., 1996,
122 (1), 27-40.

IF=1.093 (1996)
Pajeva, I.K., M.Wiese. QSAR and molecular modelling study of multidrug resistance modifiers,
Quant. Struct.-Act. Relat., 1997, 16 (1), 1-10.

IF=1.967 (1998)
Wiese, M., |.K.Pajeva: Molecular modeling study of the multidrug resistance modifiers cis- and
trans-flupentixol, Pharmazie, 1997, 52 (9), 679-685.

IF=0.419 (1998)
Pajeva, 1.K., D.K.Todorov: Study of Thaliblastine in model membranes: relation to mechanism
of action and multidrug resistance, Compt. rend. Acad. bulg. Sci., 50(2), 1997, 69-72.

IF =0.082 (1994)
Timcheva, C., 1.Pajeva, D.Todorov: Calcium channel blockers verapamil and diltiazem as
modulators of multidrug resistance in tumours, Compt. rend. Acad. bulg. Sci., 1997, 50 (5) 137-
140.

IF =0.082 (1994)
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22.

23.

24,

25.

26.

Naydenova Z.L., K. Grancharov, D. Alargov, E.Golovinsky, I. Stanoeva, L. Shalamanova,
I.Pajeva: Inhibition of UDP-glucuronosyltransferase by 5'-O-amino acid and oligopeptide
derivatives of uridine: structure-activity relationships, Zeitshrift fiir Naturforschung, 1998, 53c,
173-181. IF=0.839 (1998)
Pajeva, 1.K., M.Wiese: Molecular modeling of phenothiazines and related drugs as multidrug
resistance modifiers: a comparative molecular field analysis study, J. Med. Chem, 1998, 41, 1815-
1826.

IF=3.739 (1998)
Pajeva, 1.K., M.Wiese: A comparative molecular field analysis of propafenone-type modulators
of cancer multidrug resistance, Quant. Struct.-Act. Relat., 1998, 17, 301-312.

IF=1.967 (1998)
Todorov, D.K., M.V. llarionova, K.B. Timcheva, 1.K.Pajeva: Antitumor activity of a Dionaea
Muscipula E.preparation Carnivora’ | new in vitro and in vivo on animal and human tumors,
sensitive and resistant to antitumor drugs, Biotechnol. Biotechn Eq., 12(2), 1998, 61-66.

IF=0.029 (2002)
Pajeva, 1., M. Wiese. Interpretation of CoMFA results - a probe set study using hydrophobic
fields. Quant. Struct.-Act. Relat., 18 (4), 1999, 369-379.

IF=1.803 (1999)
Todorov, D.K., M. V. llarionova, |. Pajeva. Effectiveness of a Dionaea Muscipula E.preparation
Carnivoral | on antitumor drug-resistant tumour cells, Compt. rend. Acad. bulg. Sci., 53 (1), 2000,
129-132.

IF =0.082 (1994)
Wiese, M., I. Pajeva. Structure-activity relationships of multidrug resistance reversers, Curr.
Med. Chem., 2001, 8, 685-713.

IF=5.760 (2001)
Pajeva, 1.K., M. Wiese. Human P-glycoprotein pseudoreceptor modeling: 3D-QSAR study of
thioxanthene type multidrug resistance modulators, Quant. Str.-Act. Relat., 2001, 20, 130-138.

IF =1.414 (2001)
Pajeva, 1.K., M. Wiese. Multidrug resistance related drugs: estimation of hydrophobicity as a
space directed molecular property, Compt. rend. Acad. bulg. Sci., 2001, Tome 54, 11, 81-84.

IF =0.082 (1994)
Tsakovska, .M., 1.K.Pajeva. Molecular modeling of triazine type MDR modulators using
CoMFA and CoMSIA, SAR and QSAR in Environmental Research, 2002, 13(2), 1-12.

IF=1.082 (2002)
Lesigiarska 1., 1. Pajeva, S. Yanev. QSAR and 3D QSAR analysis of a series of xanthates as
inhibitors and inactivators of cytochrome P-450 2B1, Xenobiotica, 2002, 32 (16), 1063-1077.

IF=1.919 (2002)
Pajeva, 1.K., M. Wiese. Pharmacophore model of drugs involved in P-glycoprotein multidrug
resistance: explanation of structural variety (Hypothesis), J. Med. Chem., 2002, 45 (26), 5671-86.

IF=4.566 (2002)
Tsakovska, 1., M. Wiese, 1.Pajeva. Molecular modeling of phenothiazines and structurally related
multidrug resistance modulators: comparative study in human and animal tumor cell lines,
Biotechnol. Biotechn. Eg., 2003, 17 (2), 163-1609.

IF=0.055 (2003)
Pajeva 1., D.K. Todorov, J.K. Seydel. Membrane effects of the antitumor drugs doxorubicin and
thaliblastine: comparison to multidrug resistance modulators verapamil and trans-flupentixol,
Europ. J. Pharm. Sci., 2004, 21(2-3), 243-250.

IF=1.949 (2004)
Pajeva, 1.K., C. Globisch, M. Wiese. Structure-Function Relationships of Multidrug Resistance
P-glycoprotein, J. Med. Chem., 2004, 47 (10), 2523-2533.

IF=5.076 (2004)
Pajeva, 1.K., J.K. Seydel, D. K. Todorov. Interactions of the anticancer drugs doxorubicin and
thaliblastine with model membranes and their relation to multidrug resistance, Biotechnol.
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31.
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34.

35.

36.

37.

38.

39.

40.

41.

Biotechn Eq., 2004, 18 (1), 132-139.
IF=0.055 (2003)
Lessigiarska, 1., I. Pajeva, M.T.D Cronin, A.P Worth. 3D SAR and QSAR investigation of blood-
brain barrier penetration of chemical compounds, SAR QSAR Environ. Res., 2005, 16, 79-91.
IF=1.753 (2005)
Bogdanova S., |. Pajeva, P. Nikolova, 1. Tsakovska, B. Miiller. Interactions of poly
(vinylpyrrolidone) with ibuprofen and naproxen: experimental and modeling studies,
Pharmaceut. Res., 2005, 22 (5), 806-815.
IF=2.752 (2005)
Lessigiarska, I., A. Nankov, A. Bocheva, I|. Pajeva, A. Bijev. 3D-QSAR and preliminary
evaluation of anti-inflammatory activity of series of N-pyrrolylcarboxilic acids, Farmaco, 2005,
60(3), 209-218.
IF =0.790 (2002)
Pajeva, I., C. Globisch, R. Fleischer, I. Tsakovska, M. Wiese. Molecular modeling of P-
glycoprotein and related drugs, Med. Chem. Res., 2005, 14(2), 106-117.
IF = 0.286 (2005)
Globisch, C, I. K. Pajeva, M. Wiese. Structure-Activity Relationships of a Series of Tariquidar
Analogs as Multidrug Resistance Modulators, Bioorg. Med. Chem., 2006, 14(5), 1588-1598.
IF=2.624 (2006)
Pinto-Bazurko M.M., I. Tsakovska, I. Pajeva. QSAR and 3D QSAR of inhibitors of the
epidermal growth factor receptor, Int. J. Quant. Chem., 2006, 106 (3), 1432-1444.
IF=1.182 (2006)
Tsakovska 1., I. Pajeva. Phenothiazines and structurally related compounds as modulators of
cancer multidrug resistance. Curr Drug Targets, 7, 2006, 1123-1134.
IF=4.274 (2006)
Mueller, H., W. Klinkhammer, C. Globisch, M. Kassack, I. Pajeva, M. Wiese: New functional
assay of P-glycoprotein activity using Hoechst 33342. Bioorg. Med. Chem., 2007, 15, 7470-7479.
IF=2.662 (2007)
Globisch, C., I. Pajeva, M. Wiese: Identification of putative binding sites of P-glycoprotein
based on its homoliogy model, ChemMedChem., 2008, 3(2), 280-295.
IF=3.150 (2008)
Mueller, H., 1. Pajeva, C. Globisch, M. Wiese. Functional assay and structure-activity
relationships of new 3™ generation P-glycoprotein inhibitors. Bioorg. Med. Chem., 2008, 16,
2456-2470.
IF=3.075 (2008)
Pencheva, T. D. Lagorce, I. Pajeva, B. O. Villoutreix, M.A. Miteva. AMMOS: Automated
Molecular Mechanics Optimization tool for in silico Screening, BMC Bioinformatics, 2008, 9,
438-452.
IF=3.781 (2008)
Fratev, F., S.O. Jonsdottir, E. Mihaylova, I. Pajeva. Molecular basis of inactive B-RAF(WT) and
B-RAF(V600E) ligand inhibition, selectivity and conformational stability: an in silico study. Mol.
Pharmaceutics, 2009, 6(1), 144-157.
IF=5.408 (2009)
Klinkhammer W., H. Miiller, 1. K. Pajeva, M. Wiese. Synthesis and biological evaluation of a
small molecule library of multidrug resistance modulators, Bioorg. Med. Chem., 2009, 17(6),
2524-2535.
IF =2.822 (2009)
Tsekova, D.S., E. Ts. Makakova, P. S. Alov, G. A. Gorneva, I. K. Pajeva, L. P. Tancheva, V. V.
Petkov, A. R. Surleva, B. Escuder, J. F. Miravet, E. Katz. Structure-activity relationships of new
L-valine derivatives with neuropharmacological effects. Bulgarian Chemical Communications,
2009, 41(2), 133-138.
IF = 0.156 (2009)
Pajeva, ., M. Wiese. Structure-activity relationships of a series of tariquidar analogs as
multidrug resistance modulators. The AAPS Journal, 2009, 11 (3), 435-444.
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IF = 3.540 (2009)
42. Pajeva, . K. Book review of "Structural Bioinformatics: An Algorithmic Approach" by Forbes J.
Burkowski, BioMedical Engineering on Line, 2009, 8-14.
IF=1.639 (2009)
43. Pajeva, I. K., C. Globisch, M. Wiese. Combined pharmacophore modeling, docking and 3D
QSAR study of ABCB1 and ABCCL1 transporter inhibitors. ChemMedChem, 2009, 4 (11), 1883-
1896.
IF =3.232 (2009)
44, Pajeva, I. K., C. Globisch, M. Wiese. Comparison of the inward- and outward-open homology
models and ligand binding of human P-glycoprotein. FEBS J., 2009, 276 (23), 7016-7026.
IF =3.042 (2009)
44a. Published also in: Virtual Issue lon Channels and Transporters of FEBS journal, 2010

45. Pencheva T, O.S, Soumana, I. Pajeva , M.A. Miteva. Post-docking virtual screening of diverse
binding pockets: Comparative study using DOCK, AMMOS, X-Score and FRED scoring
functions. Eur J Med Chem., 2010, 45, 2622-2628.

IF=3.193 (2010)

46. Tsakovska, I., I. Pajeva, P. Alov, A. Worth. Recent advances in the molecular modelling of
estrogen receptor-mediated toxicity. Adv Protein Chem Struct Biol. 2011, 85, 217-251.

IF=1.833 (2011)

47. Pick, A., H. Miiller, R. Mayer, B. Haenisch, I.K. Pajeva, M. Weight, H. Bonisch, C. E. Miiller,
M. Wiese. Structure-Activity Relationships of Flavonoids ss Inhibitors of Breast Cancer
Resistance Protein (BCRP). Bioorg. Med. Chem., 2011, 19(6), 2090-2102.

IF=2.921 (2011)

48. Lessigiarska I., I. Pajeva, P. Prodanova, M. Georgieva, A. Bijev. Structure-activity relationships
of pyrrole hydrazones as new anti-tuberculosis agents. Medicinal Chemistry, 2012, 8 (3), 462-
473.

IF=1.373 (2012)

49. Jereva D., I. Pajeva, T. Pencheva. Data extraction module — a supplementary tool for AMMOS _
ProtLig software package. Comput. Math. Appl., 2012, 64 (3), 266-271.

IF=2.069 (2012)

50. Pencheva T., D. Jereva, M. Miteva, |. Pajeva. Post-docking Optimization and Analysis of
Protein-Ligand Interactions of Estrogen Receptor Alpha using AMMOS Software. Current
Computer-Aided Drug Design, 2013, 9 (1), 83-94.

IF=1.942 (2013)

51. Fratev F, SO Jonsdottir, I. Pajeva. Structural insight into the UNC-45-Myosin complex. Proteins-
Structure Function and Bioinformatics, 2013, 81(7), 1212-1221.

IF=2.921 (2013)

52. Pajeva I., M. Hanl, M. Wiese. Protein contacts and ligand binding in the inward-facing model of
human P-glycoprotein, ChemMedChem., 2013, 8 (5), 748-762.

IF=3.046 (2013)

53. Pajeva I., K. Sterz, K. Steggemann, F. Marighetti, M. Christlieb, M. Wiese. Interactions of the
multidrug resistance modulators tariquidar and elacridar and their analogs with P-glycoprotein.
ChemMedChem., 2013, 8 (10), 1701-1713.

IF=3.046 (2013)

54. Al Sharif M., P. Alov, V. Vitcheva, |. Pajeva, |. Tsakovska. Modes-of-action related to repeated
dose toxicity: tissue-specific biological roles of PPARy ligand-dependent dysregulation in
nonalcoholic fatty liver disease, PPAR Research, 2014, Article 1D 432647, 13 pages.

IF=2.509 (2014)

55. Wiese M., I. Pajeva. HAGE, the helicase antigen as a biomarker for breast cancer prognosis
(W02013144616). Expert Opin. Ther. Pat., 2014, 24(6), 723-725.

IF=4.297(2014)

56. Fratev F.; E. Mihaylova; . Pajeva. Combination of genetic screen and molecular dynamics as a
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S7.

58.

59.

60.

61.

62.

63.

64.

65.

66.

67.

68.

useful tool for identification of diseases-related mutations: ZASP PDZ domain G54S mutation
case. J. Chem. Inf. Model., 2014, 54(5), 1524-1536.
IF=3.738 (2014)
Tsakovska I., M. Al Sharif, P. Alov, A. Diukendjieva, E. Fioravanzo, M.T.D. Cronin, |1.K.Pajeva.
Molecular modelling study of PPARYy receptor in relation to the mode of action / adverse outcome
pathway framework for liver steatosis. Int. J. Mol. Sci., 2014, 15, 7651-7666.
IF=2.862 (2014)
Tzvetkov N.T., 1.K. Pajeva. Binding and interactions of a novel potent indole-5-carboxamide
MAO-B inhibitor. Compt. rend. Acad. bulg. Sci., 2014, Tom 67, No.7, 937-942.
IF=0.307 (2014)
Alov O, I. Tsakovska, 1. Pajeva. Computational Studies of Free Radical-Scavenging Properties
of Phenolic Compounds. Current Topics in Medicinal Chemistry, 2015, 15(2), 85-104.
IF=2.900 (2015)
Fratev, F., I. Tsakovska, M. Al Sharif, E. Mihaylova, I. Pajeva. Structural and Dynamical Insight
into PPARy Antagonism: In Silico Study of the Ligand-Receptor Interactions of Non-Covalent
Antagonists. Int. J. Mol. Sci. 2015, 16 (7), 15405-15424.
IF=3.257 (2015)
Alov, P., I. Tsakovska, I. Pajeva. Quantitative structure-property relationship modelling of
antiradical properties of natural polyphenols using EVA vector descriptor approach. Comptes
rendus de I'Academie bulgare des Sciences, 69 (9), 2016, 1145-1152.
IF=0.251 (2016)
Diukendjieva A., M. Al Sharif, P. Alov, T. Pencheva, I. Tsakovska, I. Pajeva. ADME/Tox
Properties and Biochemical interactions of Silybin Congeners: In Silico Study. Natural Product
Communications, 2017, 12 (2), 175-178.
IF =0.809 (2017)
Al Sharif M., I. Tsakovska, I. Pajeva, P. Alov, E. Fioravanzo, A. Bassan, S. Kovarich, C. Yang,
A. Mostrag-Szlichtyng, V. Vitcheva, A. P. Worth, A. N. Richarz, M.T. D. Cronin. The
Application of Molecular Modelling in the Safety Assessment of Chemicals: A Case Study on
Ligand-Dependent ~ PPARy  Dysregulation, Toxicology, 2017, 392, 140-154.
DOI:10.1016/j.t0x.2016.01.009
IF=3.265 (2017)
Jereva, D., F. Fratev, I. Tsakovska, P. Alov, T. Pencheva, I. Pajeva. Molecular Dynamics
Simulation of the Human Estrogen Receptor Alpha: Contribution to the Pharmacophore of the
Agonists. Mathematics and Computers in Simulation, 2017, 133 (C), 124-134.
DOI:10.1016/j.matcom.2015.07.003
IF=1.476 (2017)
Labbé, C., T. Pencheva, D. Jereva, D. Desvillechabrol, J. Becot, B.O. Villoutreix, 1. Pajeva, M.
Miteva. AMMOS2: a web server for protein-ligand-water complexes refinement via molecular
mechanics, Nucleic Acids Research, 2017, 45 (W1), W350-W355. DOI:10.1093/nar/gkx397
IF = 11.561 (2017)
Tsakovska 1., 1. Pajeva, M. Al Sharif, P. Alov, E. Fioravanzo, S. Kovarich, A. P. Worth, A.
Richarz, C. Yang, A. Mostrag-Szlichtyng, M.T.D. Cronin. Quantitative structure—skin
permeability relationships. Review Article, Toxicology, 2017, 387, 27-42.
IF = 3.265 (2017)
Stoyanova T., I. Lessigiarska, M. Mikov, I. Pajeva, S. Yanev. Xanthates as useful probes for
testing the active sites of Cytochromes P450 4A11 and 2E1. Frontiers in Pharmacology, 8, 2017,
Article 672. DOI:10.3389/fphar.2017.00672
IF=3.831 (2017)
Al Sharif M., A. Diukendjieva-Todorova, P. Alov, V. Vitcheva, M. Mori, B. Botta, I. Tsakovska,
I. Pajeva. Natural modulators of nonalcoholic fatty liver disease: mode of action analysis and in
silico ADMET prediction, Toxicology and Applied Pharmacology, 2017, 337, 45-66.
DOI:10.1016/j.taap.2017.10.013.
IF =3.616 (2017)

69. Al Sharif M., P. Alov, A. Diukendjieva, V. Vitcheva; R. Simeonova, I. Krasteva, A. Shkondrov, I.
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71.

72.

73.

74.

75.

76.

77.

78.

79.

Tsakovska, I. Pajeva. Molecular determinants of PPARY partial agonism and related in silico / in
vivo studies of natural saponins as potential type 2 diabetes modulators, Food and Chemical
Toxicology, 2018, 112, 47-59. DOI:10.1016/j.fct.2017.12.009
IF = 3.375 (2018)
Diukendjieva, A., P. Alov, I. Tsakovska, T. Pencheva, A. Richarz, V. Kren, M.T.D. Cronin, I.
Pajeva. In vitro and in silico studies of the membrane permeability of natural flavonoids from
Silybum marianum (L.) Gaertn. and their derivatives, Phytomedicine, 2019, 53, 79-85.
DOI:10.1016/j.phymed.2018.09.001
IF = 4.268 (2019)
Al Sharif, M., V. Vitcheva, R. Simeonova, |. Krasteva, V. Manov, P. Alov, G. Popov, A.
Shkondrov, I. Pajeva. In silico and in vivo studies of Astragalus glycyphylloides saponin(s) with
potential relevance to metabolic syndrome modulation, Food and Chemical Toxicology, 2019,
130, 317-325. DOI:10.1016/j.fct.2019.05.032
IF =4.679 (2019)
Lagarde N., E. Goldwaser, T. Pencheva, D. Jereva, |. Pajeva, J. Rey, P. Tuffery, B.O.
Villoutreix, M.A. Miteva. A free web-based protocol to assist structure-based virtual screening
experiments. International Journal of Molecular Sciences, 2019, 20 (18), 4648.
DOI:10.3390/ijms20184648
IF=4.556 (2019)
Dini¢ J., A. Podolski-Reni¢, M. Jovanovié, L. Musso, I. Tsakovska, I. Pajeva, S. Dallavalle, M.
Pesi¢. Novel Heat Shock Protein 90 inhibitors suppress P-glycoprotein activity and overcome
multidrug resistance in cancer cells. International Journal of Molecular Sciences, 2019, 20,
4575. DOI:10.3390/ijms20184575
IF=4.556 (2019)
Dallavalle S.; V. Dobrici¢; L. Lazzarato; E. Gazzano; M. Machucheiroe, |. Pajeva; I. Tsakovska,
N. Zidar; R. Fruttero. Improvement of Conventional Anti-Cancer Drugs as New Tools against
Resistant Tumors, Drug Resistance Update, 2020, 50, 100682. DOI:10.1016/j.drup.2020.100682
IF=18.5 (2020)
Diukendjieva A., M. Zaharieva, M. Mori, P. Alov, I. Tsakovska, T. Pencheva, H. Najdenski, V.
Kren, C. Felici, F. Bufalieri, L. Di Marcotullio, B. Botta, M. Botta, I. Pajeva. Dual Smo/BRAF
inhibition by flavonolignans from Silybum marianum. Antioxidants, 2020, 9(5), 384, 13 pages.
DOI:10.3390/antiox9050384
IF=6.313 (2020)
Dini¢ J., T. Efferth, A.T. Garcia-Sosa, J. Grahovac, J. M. Padron, |.Pajeva, F. Rizzolio, S.
Saponara, G. Spengler, I. Tsakovska. Repurposing old drugs to fight multidrug resistant cancers,
Drug Resistance Updates, 52, 2020, 100713. DOI:10.1016/j.drup.2020.100713
IF=18.5 (2020)
llieva Y., L. Dimitrova, M.M.Zaharieva, M. Kaleva, P. Alov, |. Tsakovska, T. Pencheva, I.
Pencheva-El Tibi, H. Najdenski, 1. Pajeva. Cytotoxicity and microbicidal activity of commonly
used organic solvents: a comparative study and application to a standardized extract from
Vaccinium Macrocarpon, Toxics, 2021, 9, 92. DOI:10.3390/toxics9050092
IF=4.472 (2021)
Lessigiarska, I.; Peng, Y.; Tsakovska, I.; Alov, P.; Lagarde, N.; Jereva, D.; Villoutreix, B.O.;
Nicot, A.B.; Pajeva, I.; Pencheva, T.; Miteva, M.A. Computational Analysis of Chemical Space
of Natural Compounds Interacting with Sulfotransferases. Molecules, 2021, 26, 6360.
DOI:10.3390/molecules26216360.
IF =4.927 (2021)

Podolski-Reni¢, A.; Dini¢, J.; Stankovi¢, T.; Tsakovska, 1.; Pajeva, I.; Tuccinardi, T.; Botta, L.;
Schenone, S.; Pesi¢, M. New Therapeutic Strategy for Overcoming Multidrug Resistance in
Cancer Cells with Pyrazolo[3,4-d]Pyrimidine Tyrosine Kinase Inhibitors. Cancers, 2021, 13,
5308. DOI:10.3390/cancers13215308.

IF=6.575 (2021)

80. Alov P., M. Al Sharif, D. Aluani, K. Chegaev, J. Dinic, A. Divac Rankov, M.X. Fernandes, F.

Fusi, A.T. Garcia-Sosa, R.O. Juvonen, M. Kondeva-Burdina, J.M. Padrén, |. Pajeva, T.
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Pencheva, A. Puerta, H. Raunio, C. Riganti, I. Tsakovska, V. Tzankova, Y. Yordanov, S.
Saponara. A comprehensive evaluation of Sdox, a promising H2S-releasing doxorubicin for the
treatment of chemoresistant tumors”. Frontiers in Pharmacology, 2022, 13, Article 831791.
https://www.doi.org/10.3389/fphar.2022.831791

IF=5.6 (2022)
81. Tzvetkov, N.T.; Peeva, M.; Tsakovska, I.; Milella, L; Pajeva, I.; Stammler, H-G. The crystal
structure of (4SR)-7-(3,4-dichlorobenzyl)-4,8,8-trimethyl-7,8-dihydroimidazo[5,1c]

[1,2,4]triazine-3,6(2H,4H)-dione, CisH16CloN4O2. Zeitschrift fiir Kristallographie - New Crystal
Structures, 2022, vol. 237, no. 2, pp. 319-321. https://doi.org/10.1515/ncrs-2022-0016
IF =0.3 (2022)
82. Alov, P.; Tsakovska, l.; Pajeva, |. Hybrid Classification/Regression Approach to QSAR
Modeling of Stoichiometric Antiradical Capacity Assays’ Endpoints. Molecules, 2022, 27, 2084.
https://doi.org/10.3390/molecules27072084

IF =4.6 (2022)
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